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Abstract

The survival of the malaria parasite is highly dependent on withstanding physiological

stresses, which are a proportional response to parasite invasion within the hostile

human host environment. Plasmodium falciparum heat shock protein 70-1 (PfHSP70-

1) plays a significant role through its network of interactions with the substrate

scanners PfHSP40s, the functional maturation protein PfHSP90, the nucleotide

exchange factor PfHSP110c/PfHSP70-z, apoptosis and parasite homeostasis agent

PfHSP60, also the Clp machinery for the unfolding and degrading of misfolded

proteins PfHSP100. These proteins work together to maintain the health and function

of the parasite, but also possess individual functionalities. Here, we review the

functional interplay between these heat shock proteins (HSPs), highlighting the

central role of PfHSP70-1, its prospects in antimalarial drug discovery and possible

implications in drug resistance.
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